Guide to files included in this ZIP archive:

The ZIP archive includes the following files:
Primary character matrix and input files
<1. Morph.mod.NEX> NEXUS-formatted primary character file. We recommend using Mesquite (free software from www.mesquiteproject.org) to access and view all included features (e.g., colour coding of character sets and taxon sets, description of character states, topologies used for DIVA, etc.). 

<2. Morph.mod.simple.NEX> Simplified version of <Morph.mod.NEX> optimized for the use with PAUP and MrBayes.
A tabulated version of the character matrix and character states is also included in the Online Appendix.

Tree files, results of the parsimony and Bayesian analysis
<3. All-LK.all.MPT.tre> — File (NEXUS/NEWICK-format) including all most parsimonious trees (MPT); outgroup taxa and taxon set LK excluded. 
The file can be imported into PAUP, Mesquite, SplitsTree and TreeView (free software from taxonomy.zoology.gla.ac.uk/rod/treeview.html). The recommended software is SplitsTree and TreeView. A consensus network (computed with SplitsTree) of all MPT is shown in text-fig. 5
<4. All-LK-all.BI.tre: 'All compatible' consensus tree (NEXUS/NEWICK format) from the Bayesian analysis of the same matrix as analysed under parsimony. The same software can be used to view the file. 
NEXUS-formatted distance files (<*.mean.dist>)
We recommend SplitsTree (free software from www.splitstree.org) to open these files

<5. All-LK.All.*>: Excluding taxon set LK, all characters included. Text-fig. 7 is based on this matrix.

<6. All.MP.*>: All taxa included, only character sets MP, 'mostly preserved', included. Text-fig. 8 is based on this matrix.

<7. All-LK.All-RP.*>: Excluding taxon set LK, 'little known', excluding character set RP, 'rarely preserved'. Text-fig. 9 is based on this matrix.
Further files (other combinations of taxon sets and character sets) and technical support on the usage of files are available from the authors:

WorldofFagus@palaeogrimm.org
Thomas.Denk@nrm.se
